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Genetic determinants of severe COVID-19
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376 Critically ill patients

OAS1 consortium

500 Genotyped patients

Karolinska Institutet 400 Whole Exome Sequences

200 Critically ill patients

137 Phenotypes
MBL collaboration
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Some results from SweCOVID

nature

Mapping the human genetic architecture of
COVID-19

COVID-19 Host Genetics Initiative*™

nature
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immunology
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https://doi.org/10.1038/541591-021-01281-1
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nature nature

Mapping the human genetic architecture of immunology
COVID-19

COVID-19 Host Genetics Initiative*™
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M) Check for updates

‘ M) Check for updates

Genetic determinants of mannose-binding
" ctin activity predispose to thromboembolic
ymplications in critical COVID-19

A Neanderthal OAS1 isoform protects individuals
of European ancestry against COVID-19
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Patient events in SWIC-B
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Data flow in SWIC-B

:._-: D"?['_::I ' _B’ Patlﬂnt
mn Varesm :g follow- up
,.":“J_ qUEStIGr‘II’IH ire

Collaborator
e \ | ot

™~
6 EIOEARK

:h'.n'EDE‘\l
Scilifelab /
W — * lumina __

S Ix[ = SNIC

Swedish
- o s“'m'm National
LT Infrastructure
Lang tem storage

/ \ \fmmpmmg
. SPOR

"r‘?] ..5‘ IrivEm ‘.‘.".ﬁ-.HI.‘IHHI—[:I:;rIHI—I' ﬁd i SI}H
"ﬁwfb UGS Svenskt Socialstyrelsen

Perioperativt ~ Patientregistret
Register

CRF —>

Socioekonomiska
faktorer etc.

Created with BioRender.com



L SWedish
Intensive
Carc
Biobank

Time line

* Contact list for collaborating ICUs — now

* Ethics —autumn 2022

* Sample collection — start in 2023

* Data release to collaborators — Data freeze 1 summer 2024

Collaborator Inclusion Batch 1 analysis Batch 2 analysis Batch 3 analysis
: Starts
Sign up 4 l l 1
2023 2024 2025 2026
Ethical T T T

Approval Data release 1 Data release 2 Data release 3
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* Provide ICU contact person for Ethical and Biobank permissions

* Include patients

* Submit clinical report form (CRF)

* Collect admission samples with routine admission samples
e Contact patients for follow-up questionnaire and samples

* Fund inclusion and sample collection
* Co-finansing of a PhD-student or research nurse
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Akuta inlaggningen

SWedish
Intensive  |nskrivningsrapport till Svensk Intensivvardsbiobank
Cfu'e Admission Case Report form to the Swedish Intensive Care Biobank
; Biobank
Inklysionsdatum (AAAA-MM-DD):
Personnummer (AAAA-MM-DD-NNNN):
Namn:
Alder:

Inldggningsorsak:

Underliggande sjukdomar (som ej sékert finns i slutenvirdsregistret)

Uppfdljningen

Hypertension: Ja/Nej

Diabetes: Ja/Nej Tablettbehandling: Ja/Nej
Insulinbehandling: Ja/Nej
Hjartkarlsjukdom: Ja/Nej Hjdrtsvikt: Ja/Nej

Tidigare hjartinfarkt: Ja/Nej
Tidigare TIA/Stroke: Ja/Nej

SWedish
Intensive  Uppfoljningsrapport till Svensk Intensivvardsbiobank
C.are Eallow-up, Case Report form to the Swedish Intensive Care Biobank
Biobank

i 10Dal

Uppféljningsdatum (AAAA-MM-DD):

Utskrivningsdatum fran intensivvarden (AAAA-MM-DD):
Personnummer (AAAA-MM-DD-NNNN):

Namn:

Alder:

Avliden: Ja/Nej Avliden datum (AAAA-MM-DD):
Informationsgivare: Patient / Anhérig / Vardpersonal

Livssituation

Aktuell bostad/vistelse: Hemmet: Ja/Nej
Korttidsboende: Ja/Nej
Langtidsboende: Ja/Nej
Sjukhus: Ja/Nej
Intensivvard: Ja/Nej

Lungsjukdom: Ja/Nej KOL: Ja/Nej
Astma: Ja/Nej

Njursjukdom: Ja/Nej

Leversjukdom: Ja/Nej

Sysselsittning innan IVA:  Forvdrvsarbete/arbetssékande/studerande: Ja/Nej
Sjukskriven: Ja/Nej
Fortidspensionar/Socialbidrag: Ja/Nej
Pensionir: Ja/Nej

Psykiatrisk sjukdom: Ja/Nej Depression/Angest: Ja/Nej
Psykossjukdom: Ja/Nej
Neurologisk sjukdom: Ja/Nej Epilepsi: Ja/Nej

Kognitiv svikt: Ja/Nej

Inflammatorisk sjukdom: Ja/Nej  Beumatoid artrit: Ja/Nej

Aktuell sysselsittning: Forvdrvsarbete/arbetssokande/studerande: Ja/Nej
Sjukskriven: Ja/Nej
Fortidspensionir/Socialbidrag: Ja/Nej
Pensionir: Ja/Nej

Kvarvarande symptom pa uppfdljningsdagen

Malignjtet:  Tidigare / Pagdende / Nej

Rokning: Tidigare / Pagdende / Nej

0 1 2 3 4 Forvdrrad
Svarighet att g Inga Létta Mattliga Svara Kan ej Ja/Nej
Svarighet att tvitta/kla Inga Litta Mattliga Svara Kan ej Ja/Nej
Svarighet med valiga akt. Inga Litta Mattliga Svara Kan ej Ja/Nej
Smarta Ingen Latt Mattlig Svar Extrem Ja/Nej
Oro/Nedstimdhet Ingen Latt Mattlig Svar Extrem Ja/Nej
0 1 2 Forvarrad
Andfdddhet Normal vid anstrangning Vid latt anstrangning 1vila Ja/Nej
Trotthet Ingen begrinsning Blir latt uttrottad Alltid trott ~ Ja/Nej
Svaghet (lyfta 10kg) Inga problem Vissa problem Kan ej Ja/Nej

Kognitiva problem Inga problem Viss hjarndimma Svara Ja/Nej
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* Huvudman: Uppsala Universitet
* Medverkande: Alla regioner

* Biobanksansvarig: Varje region for sina patienter

* Patient ID: Varje region/IVA och Biobank Sverige
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* Early data access

* Computing access to data through SNIC/UPPMAX
e Co-authors on collaboration publications

e Suggest collaborative analyses
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Thank you for your time

e-mail me: miklos.lipcsey@surgsci.uu.se



